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163 <213> ORGANISM: Artificial Sequence 

165 <220> FEATURE: 

166 <223> OTHER INFORMATION: Description of Artificial Sequence : primer 

168 <400> SEQUENCE: 7 

169 taatacgact cactataggg 20 

172 <210> SEQ ID NO: 8 

173 <211> LENGTH: 18 

174 <212> TYPE: DNA 

175 <213> ORGANISM: Artificial Sequence 

177 <220> FEATURE: 

178 <223> OTHER INFORMATION: Description of Artificial Sequence : primer 

180 <400> SEQUENCE: 8 

181 taacaatttc acacagga 18 

184 <210> SEQ ID NO: 9 

185 <211> LENGTH: 19 

186 <212> TYPE: DNA 

187 <213> ORGANISM: Artificial Sequence 

189 <220> FEATURE: 

190 <223> OTHER INFORMATION: Description of Artificial Sequence : primer 

192 <400> SEQUENCE: 9 

193 cacgacgttg taaaacgac 19 

196 <210> SEQ ID NO: 10 

197 <211> LENGTH: 30 

198 <212> TYPE: DNA 

199 <213> ORGANISM: Artificial Sequence 

201 <220> FEATURE: 

202 <223> OTHER INFORMATION : Description of Artificial Sequence : primer 

204 <400> SEQUENCE: 10 

205 gactggatgg ttatccgaat aagagagagg 30 

208 <210> SEQ ID NO: 11 

209 <211> LENGTH: 8 

210 <212> TYPE: DNA 

211 <213> ORGANISM: Artificial Sequence 

213 <220> FEATURE: 

214 <223> OTHER INFORMATION: Description of Artificial Sequence : primer 

216 <400> SEQUENCE: 11 

217 ggcgcgcc 8 

220 <210> SEQ ID NO: 12 

221 <211> LENGTH: 11544 

222 <212> TYPE: DNA 

223 <213> ORGANISM: Artificial Sequence 

225 <220> FEATURE: 

226 <223> OTHER INFORMATION : Description of Artificial Sequence : vector 

228 <220> FEATURE: 

229 <223> OTHER INFORMATION: all occurrences of n to be sequenced 

231 <220> FEATURE: yr^^C^ 0 *^ 

232 <223> OTHER INFORMATION: nucleotide positions 1- 1451 ^code^ promoter 

234 <220> FEATURE: 

235 <223> OTHER INFORMATION: nucleotide positions 1452-2735 encodes celz gene 
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